[Fragment length polymorphism of Wx-B1 gene digested by BamHI and its relation to amylose content of wheat].
There are two types of starch, amylose and amylopectin of flour. Amylose content (AC) is significantly negatively correlated with noodle quality. The waxy gene (Wx) encodes the granule-bound starch synthase (GBSS, EC 3.4.1.11), or Wx protein, is responsible for the synthesis of amylose in wheat. Common wheat is allohexaploid, it has three different Wx proteins: Wx-A1, Wx-B1, and Wx-D1. Consequently, amylose content and pasting properties of starch were influenced by the lack of the Wx-B1 protein, followed by that of Wx-D1, and Wx-A1. Using STS (sequence-tagged sites) primers, the sequences were amplified near the 4th intron region, and fragments amplified were digested by BamHI in 35 wheat cultivars. The results indicate that some fragments can be digested and the other cannot. The fragments digested showed two length polymorphism, and the length is negatively correlated with amylose content. The fragment in many cultivars with amylose content above 20% can be digested by BamHI, while those with amylose content below 20% cannot. All these indices demonstrate that there is variation exists in amplified region of Wx-B1 gene. This can be useful in breeding program to select wheat cultivars with different amylose content, and improve wheat quality.